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3 <110> APPLICANT: Delagrave, Simon 

4 Marrs, Barry 

6 <120> TITLE OF INVENTION: Methods For The Synthesis Of Polynucleotides And Combinatorial 
Libraries 

7 Of Polynucleotides 

9 <130> FILE REFERENCE: HER0041 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/813 , 408 
C--> 11 <141> CURRENT FILING DATE: 2001-03-21 

11 <160> NUMBER OF SEQ ID NOS : 85 

13 <170> SOFTWARE: Patentln version 3.0 

15 <210> SEQ ID NO: 1 

16 <211> LENGTH: 377 

17 <212> TYPE: PRT 

18 <213> ORGANISM: Bacillus alcalophilus 
20 <400> SEQUENCE: 1 
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94 <210> SEQ ID NO: 2 

95 <211> LENGTH: 271 

96 <212> TYPE: PRT 

97 <213> ORGANISM: Bacillus lentus 
99 <400> SEQUENCE: 2 
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216 <221> NAME/KEY: UNSURE 

217 <222> LOCATION: (215).. (215) 

218 <223> OTHER INFORMATION: X is unknown 
221 <400> SEQUENCE: 4 

223 Ala Gin Ser Val Pro Trp Gly He Ser Arg Val Gin Ala Pro Ala Ala 

224 15 10 15 
22 6 His Asn Arg Gly Leu Thr Gly Ser Gly Val Lys Val Ala Val Leu Asp 
227 20 25 30 

229 Thr Gly He Ser Thr His Pro Asp Leu Asn He Arg Gly Gly Ala Ser 

230 35 40 45 

232 Phe Val Pro Gly Glu Pro Ser Thr Gin Asp Gly Asn Gly His Gly Thr 

233 50 55 60 

235 His Val Ala Gly Thr He Ala Ala Leu Asp Asn Ser He Gly Val Leu 

236 65 70 75 80 

238 Gly Val Ala Pro Ser Ala Glu Leu Tyr Ala Val Lys Val Leu Gly Ala 

239 85 90 95 

241 Ser Gly Ser Gly Ala He Ser Ser lie Ala Gin Gly Leu Glu Trp Ala 

242 100 105 110 

244 Gly Asn Asn Gly Met His Val Ala Asn Leu Ser Leu Gly Ser Pro Ser 

245 115 120 125 

247 Pro Ser Ala Thr Leu Glu Gin Ala Val Asn Ser Ala Thr Ser Arg Gly 

248 130 135 140 

250 Val Leu Val Val Ala Ala Ser Gly Asn Ser Gly Ala Gly Ser He Ser 

251 145 150 155 160 

253 Tyr Pro Ala Arg Tyr Ala Asn Ala Met Ala Val Gly Ala Thr Asp Gin 

254 165 170 175 

256 Asn Asn Asn Arg Ala Ser Phe Ser Gin Tyr Gly Ala Gly Leu Asp He 

257 180 185 190 
,259 Val Ala Pro Gly Val Asn Val Gin Ser Thr Tyr Pro Gly Ser Thr Tyr 

260 195 200 205 

> 262 Ala Ser Leu Asn Gly Thr Xaa Met Ala Thr Pro His Val Ala Gly Ala 
263 210 215 220 

265 Ala Ala Leu Val Lys Gin Lys Asn Pro Ser Trp Ser Asn Val Gin lie 

266 225 230 235 240 

268 Arg Asn His Leu Lys Asn Thr Ala Thr Ser Leu Gly Ser Thr Asn Leu 

269 245 250 255 

271 Tyr Gly Ser Gly Leu Val Asn Ala Glu Ala Ala Thr Arg 

272 260 265 

274 <210> SEQ ID NO: 5 

275 <211> LENGTH: 269 

276 <212> TYPE: PRT 

277 <213> ORGANISM: Bacillus lentus 
279 <400> SEQUENCE: 5 

281 Ala Gin Ser Val Pro Trp Gly lie Ser Arg Val Gin Ala Pro Ala Ala 

282 15 10 15 

284 His Asn Arg Gly Leu Thr Gly Ser Gly Val Lys Val Ala Val Leu Asp 

285 20 25 30 

287 Thr Gly lie Ser Thr His Pro Asp Leu Asn lie Arg Gly Gly Ala Ser 

288 35 40 45 



file://C:\CRF3\Outhold\VsrI8 1 3408.htm 




Page 5 of 7 



RAW SEQUENCE LISTING DATE: 04/05/2001 

PATENT APPLICATION: US/09/8 13 , 408 TIME: 08:07:39 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\04052001\I813408.raw 



zy u 


Pne 


Va± 


Pro 


Gly 


Glu 


Pro 


Ser 


Thr 


bin 


Asp 


Gly Asn 


Gly 


His 


Gly 


Thr 


291 




50 










55 










DU 










293 


His 


Val 


Ala 


Gly 


Thr 


He 


Ala 


Ala 


Leu 


Asn 


Asn 


Ser 


He 


Gly 


Val 


Leu 


294 


65 










70 










/ D 










80 


o n c 


Gly 


Val 


Ala 


Pro 


Ser 


Ala 


Glu 


Leu 


Tyr 


Ala 


Val 


Lys 


Val 


Leu 


Gly 


Ala 


297 










85 










90 










95 




299 


Asp 


Gly 


Arg 


Gly 


Ala 


lie 


Ser 


Ser 


lie 


Ala 


Gin 


Gly 


Leu 


Glu 


Trp 


Ala 


300 








100 










105 










110 






302 


Gly 


Asn 


Asn 


Gly 


Met 


His 


Val 


Ala 


Asn 


Leu 


Ser 


Leu 


Gly 


Ser 


Pro 


Ser 


303 






115 










120 










125 










Pro 


Ser 


Ala 


Thr 


Leu 


Glu 


Gin 


Ala 


Val 


Asn 


Ser 


Ala 


Thr 


Ser 


Arg 


Gly 


306 




130 










135 










140 










"3 O 

duo 


Val 


Leu 


Val 


Val 


Ala 


Ala 


Ser 


Gly 


Asn 


Ser 


Gly 


Ala 


Ser 


Ser 


He 


Ser 


o n n 


1 A C 

14 5 










15U 










155 










160 


311 


Tyr 


Pro 


Ala 


Arg 


Tyr 


Ala 


Asn 


Ala 


Met 


A 1 -. 

Ala 


Val 


Gly 


Ala 


Thr 


Asp 


Gin 


312 










165 










170 










17 5 




314 


Asn 


Asn 


Asn 


Arg 


Ala 


Ser 


Phe 


Ser 


Gin 


Tyr 


Gly 


Ala 


Gly 


Leu 


Asp 


He 


315 








180 










185 










190 






317 


Val 


Ala 


Pro 


Gly 


Val 


Asn 


Val 


Gin 


Ser 


Thr 


Tyr 


Pro 


Gly 


Ser 


Thr 


Tyr 


318 






195 










200 










205 










Ala 


Ser 


Leu 


Asn 


Gly 


Thr 


Ser 


Met 


Ala 


Thr 


Pro 


His 


Val 


Ala 


Gly 


Ala 


321 




210 










215 










220 










323 


Ala 


Ala 


Leu 


Val 


Lys 


Gin 


Lys 


Asn 


Pro 


Ser 


Trp 


Ser 


Asn 


Val 


Gin 


He 


324 


225 










230 










235 










240 


326 


Arg 


Asn 


His 


Leu 


Lys 


Asn 


Thr 


Ala 


Thr 


Ser 


Leu 


Gly 


Ser 


Thr 


Asn 


Leu 


327 










245 










250 










255 




329 


Tyr 


Gly 


Ser 


Gly 


Leu 


Val 


Asn 


Ala 


Glu 


Ala 


Ala 


Thr 


Arg 








3 3 0 








260 










265 
















3 32 


<210> SEQ ID NO 


6 
























33 3 


<211> LENGTH: 379 
























334 


<212> TYPE: 


PRT 


























33 5 


<213> ORGANISM: 


Bacillus sp 




















33 7 


<400> SEQUENCE: 


6 
























33 9 


Met 


Asn 


Lys 


Lys 


Met 


Gly 


Lys 


He 


Val 


Ala 


Gly 


Thr 


Ala 


Leu 


He 


He 


340 


1 








5 










10 










15 




34 2 


Ser 


Val 


Ala 


Phe 


Ser 


Ser 


Ser 


He 


Ala 


Gin 


Ala 


Ala 


Glu 


Glu 


Ala 


Lys 


343 








20 










25 










30 






345 


Glu 


Lys 


Tyr 


Leu 


He 


Gly 


Phe 


Lys 


Glu 


Gin 


Glu 


Val 


Met 


Ser 


Gin 


Phe 


346 






35 










40 










45 








348 


Val 


Asp 


Gin 


He 


Asp 


Gly 


Asp 


Glu 


Tyr 


Ser 


He 


Ser 


Ser 


Ser 


Gin 


Val 


349 




50 










55 










60 










351 


Glu 


Asp 


Val 


Glu 


He 


Asp 


Leu 


Leu 


His 


Glu 


Phe 


Asp 


Phe 


He 


Pro 


Val 


352 


65 










70 










75 










80 


354 


Leu 


Ser 


Val 


Glu 


Leu 


Asp 


Pro 


Gin 


Asp 


Val 


Glu 


Ala 


Leu 


Glu 


Leu 


Asp 


355 










85 










90 










95 




357 


Pro 


Ala 


He 


Ser 


Tyr 


He 


Glu 


Glu 


Asp 


Ala 


Glu 


Val 


Thr 


Thr 


Met 


Gin 


358 








100 










105 










110 






360 


Thr 


Val 


Pro 


Trp 


Gly 


He 


Asn 


Arg 


Val 


Gin 


Ala 


Pro 


He 


Ala 


Gin 


Ser 


361 






115 










120 










125 









file://C:\CRF3\Outhold\VsrI8 1 3408.htm 



4/5/01 




Page 6 of 7 



VERIFICATION SUMMARY DATE: 04/05/2001 

PATENT APPLICATION: US/09/813,4 08 TIME: 08:07:40 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\04052001\I813408.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 
L:ll M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:262 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 



file://C:\CRF3\Outhold\VsrI8 1 3 408.htm 



4/5/01 



